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Re-examination of the sequencing chromatograms revealed
inconsistencies in the calling of three nucleotides in the rat
ms1 cDNA between di¡erent clones. Subsequent re-sequenc-
ing has con¢rmed the presence of errors in the published ms1
sequence. Speci¢cally, in the published sequence T nucleotides
are erroneously inserted in the coding region at positions 978
and 1174, and there is a substitution error of T instead of C in
the 3P-untranslated region at position 1189. The consequence
of these errors is that the deduced protein size of 317 aa is
incorrect.
The correct full-length cDNA for ms1 is 1285 bp and codes
for a predicted protein of 375 aa. An amended Fig. 3A and
legend are given below.
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Fig. 3. A: Full-length cDNA (5P to 3P) and putative protein se-
quence of ms1. The 5P and 3P RACE products are indicated by
shaded regions of the nucleotide sequence, and the translation start
(ATG) and stop (*) codon coding for the longest open reading
frame are shown in bold. The putative polyadenylation signals are
in bold.
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